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Figure 1 



scFv m6 fragment (SEQ ID NO:l) 

VLTQSPGTLSLSAGERATLSCRASQSVSSGSLAWYQQKPGQAPRLLIYGASTRATG 

IPDRFSGSGSGTDFTLTIGRLEPEDLAVYYCQQYGTSPYTFGQGTKLEIKRTGGGGS 

GGGASGGGGSVRLLEQSGAEVKKPGSSVQVSCKASGGTFSMYGVNWVRQAPGH 

GLEWMGGEPffGTSNYAQKITRGRVTFTADQATSTAYMELTNLRSDDTAVYYCAR 

DFGPDWEDGDSYDGSGRGFFDFWGQGTLVTVSS 

scFv m9 fragment (SEQ ID NO:2) 

VLTQSPGTLSLSAGERATLSCRASQSVSSGSLAWYQQKPGQAPRLLIYGASTRATG 

IPDRFSGSGSGTDFTLTIGRLEPEDLAVYYCQQYGTSPYTFGQGTKLEIKRTGGGGS 

GGGGSGGGGSVQLLEQSGAEVKKPGSSVQVSCKAFGGTFSMYGFNWVRQAPGH 

GLEWMGGm'IFGTTNYAQKFRGRVTFTADQATSTAYMELTNLRSDDTAVYYCAR 

DFGPDWEGiGDSYDGSGRGFFDFWGQGTLVNVSS 

Flexible linker 1 (of m6Fcl, m9Fcl ml2Fcl, ml4Fcl, ml6Fcl, mlSFcl) (SEQ ID 
NO:3) 

PDPEEPKSCDKTHTCPPCP 

Flexible linker 2 (of m6Fc2 and m9Fc2) (SEQ ID NO:4) 
EPKSCDKTHTCPPCPPDPEEPKSCDKTHTCPPCP 

IgGI Fc region (CH2-CH3) (SEQ ID NO:5) 

APELLGGPSWLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH 
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA 
KGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT 
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNEIYTQKSLSLSPG 

m6Fcl Amino Acid Sequence (SEQ ID NO:6) 

VLTQSPGTLSLSAGERATLSCRASQSVSSGSLAWYQQKPGQAPRLLIYGASTRATG 

IPDRFSGSGSGTDFTLTIGRLEPEDLAVYYCQQYGTSPYTFGQGTKLEIKRTGGGGS 

GGGASGGGGSVRLLEQSGAEVKKPGSSVQVSCBCASGGTFSMYGVNWVRQAPGH 

GLEWMGGUPIFGTSNYAQKFRGRVTFTADQATSTAYMELTNLRSDDTAVYYCAR 

DFGPDWEDGDSYDGSGRGFFDFWGQGTLVTVSSPDPEEPKSCDKTHTCPPCPAPE 

LLGGPSVFLFPPKPKDTLMISRTPEVTCVWDVSHEDPEVKFNWYVDGVEVHNAK 

TKPREEQYNSTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP 

REPQ\ri!TIPPSRDELTKNQVSLTCLVKGFYPSDIAVEWSNGQPENNYKTTPPVL 

DSDGSFFLYSJCLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG 

m6Fc2 Amino Acid Sequence (SEQ ID NO:7) 

VLTQSPGTLSLSAGERATLSCRASQSVSSGSLAWYQQKPGQAPRLLIYGASTRATG 

IPDRFSGSGSGTDFTLTIGRLEPEDLAVYYCQQYGTSPYTFGQGTKLEIKRTGGGGS 

SGGASGGGGSVRLLEQSGAEVKKPGSSVQVSCKASGGTFSMYGVNWVRQAPGH 

GLEWMGGnPIFGTSNYAQKFRGRVTFTADQATSTAYMELTNLRSDDTAVYYCAR 

DFGPDWEDGDSYDGSGRGFFDFWGQGTLVTVSSEPKSCDKTHTCPPCPPDPEEPK 

SCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCWVDVSHEDPEVKF 



LVM 230560 

DHHS Reference No. E-3 1 6-2003/0-PCT-02 



2/5 



NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKA 
LPAPffiKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESN 
GQPENNYKTTPPVLDSDGSFFLYSKLT\nDKSRWQQGNVFSCSVMHEALHNHYTQ 
KSLSLSPG 

m9Fcl Amino Acid Sequence (SEQ ID NO:8) 

VLTQSPGTLSLSAGERATLSCRASQSVSSGSLAWYQQJCPGQAPRLLIYGASTRATG 

IPDRFSGSGSGTDFTLTIGRLEPEDLAVYYCQQYGTSPYTFGQGTKLEnCRTGGGGS 

GGGGSGGGGSVQLLEQSGAEVKKPGSSVQVSCKAFGGTFSMYGFNWVRQAPGH 

GLEWMGGHPIFGTTNYAQKFRGRVTFTADQATSTAYMELTNLRSDDTAVYYCAR 

DFGPDWEGGDSYDGSGRGFFDFWGQGTLVNVSSPDPEEPKSCDKTHTCPPCPAPE 

LLGGPSWLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK 

TKPREEQYNSTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP 

REPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPEISINYKTTPPVL 

DSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG 

m9Fc2 Amino Acid Sequence (SEQ ID NO:9) 

VLTQSPGTLSLSAGERATLSCRASQSVSSGSLAWYQQKPGQAPRLLIYGASTRATG 

IPDRFSGSGSGTDFTLTIGRLEPEDLAVYYCQQYGTSPYTIGQGTKLEIKRTGGGGS 

GGGGSGGGGSVQLLEQSGAEVKKPGSSVQVSCKASGGTFSMYGFNWVRQAPGH 

GLEWMGGIIPIFGTTNYAQKFRGRVTFTADQATSTAYMELTNLRSDDTAVYYCAR 

DFGPDWEGGDSYDGSGRGFFDFWGQGTLVNVSSEPKSCDKTHTCPPCPPDPEEPK 

SCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVWDVSHEDPEVKF 

NWYVDGVEVHNAKTKPREEQYNSTYRWSVLTVUIQDWLNGKEYKCKVSNKA 

LPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESN 

GQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNWSCSVMHEALHNHYTQ 

KSLSLSPG 

scFv X5 fragment (SEQ ID NO:10) 

VLTQSPGTLSLSAGERATLSCRASQSVSSGSLAWYQQKPGQAPRLLIYGASTRATG 

IPDRFSGSGSGTDFTLTIGRLEPEDLAVYYCQQYGTSPYTFGQGTKLEIKRTGGGGS 

GGGGSGGGGSVQLLEQSGAEVKKPGSSVQVSCKASGGTFSMYGFNWVRQAPGH 

GLEWMGGIIPIFGTSNYAQKFRGRVTFTADQATSTAYMELTNLRSDDTAVYYCAR 

DFGPDWEDGDSYDGSGRGFFDFWGQGTLVTVSS 

scFv ml2 fragment (SEQ ID NO:ll) 

TLTQSPTTLSASPGERVILSCRASQSVSSSHLAWYQQRPGQTPRLLIYSSSSRAAGIP 

DRFSGSGSGTDFTLTISRLEPEDFAVYYCQNQGFSPRFFFGPGTTVDMKRGGGGSG 

GGGSGGGGSVQLLESGPGLVKPSQSLSLTCAISGDSLSSDSTAWNWIRQSPSRGLE 

WLGRTYYRSTWFYDYAESVKSRININPDTSKSQFSLQLRSVTPEDTAVYYCARDF 

NKGAGYNWFDPWGPGTWTVSS 

scFv ml 4 fragment (SEQ ID NO: 12) 

ELTQSPGTLSLSPGERATLSCRASHSVSRAYLAWYQQKPGQAPRLLIYGTSSRATG 

IPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGGSPWFGQGTKVELKRGGGGSG 

GGGSGGGGSVQLLESGPGLVKPSQTLSLTCTVSGGSISTGDYYWSWIRQSPGKGL 

EWIGYISSSGNTYYNPSLTSRVVISFDTSMNQFSLKVDSVTAADTAVYYCARERRV 

LLWLGFPRGGLDYWGQGTLVTVSS 
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scFv ml6 fragment (SEQ ID NO:13) 

MTQSPSSVSASVGDRVTITCRASQGISSWLAWYQQKPGKAPKLLINAASSLQSGV 

PSRFSGSGSGTDFTLTISSLQPEDFATYYCQQANSFPLTFGGGTKVEIKRGGGGSGG 

GGSGGGGSVQLLESGAEVKEtPGSSVRVSCQVSGGSFSNYAVSWVRQTPGHGLEW 

MGGnPMFNAPNYAQKFHGRVTFIADESTRTVHMELRSLRSEDTAVYFCATASEA 

TENDYYQSPTHYYAMDVWGQGTAVTVFSS 

scFv ml8 fragment (SEQ ID NO:14) 

QMTQSPSFLSASVGDRVSITCRASQDIQKFLAWYQLTPGDAPKLLMYSASTLQSG 

VPSRFSGSGSGTEFTLTISGLQPEDFATYYCQHLKRYPYTFGQGTKLEISRGGGGSG 

GGGSGGGGSVQLLESGPGVVKPSETLSLTCTVSGASVNTISrrrWTWVRQPPGKGLE 

WIGNVYDSGDThm^PSIJSSRLSIJSNDDTSKISrQFSLRI^SVTAADTATYYCARYH^ 

FIRGPLSFDYWGRGTLVTVSS 

ml2Fcl Amino Acid Sequence (SEQ ID NO:15) 

TLTQSPTTLSASPGERVILSCRASQSVSSSHLAWYQQRPGQTPRJLLIYSSSSRAAGIP 

DRFSGSGSGTDFTLTISRLEPEDFAVYYCQNQGFSPRFFFGPGTTVDMKRGGGGSG 

GGGSGGGGSVQLLESGPGLVKPSQSLSLTCAISGDSLSSDSTAWNWIRQSPSRGLE 

WLGRTYYRSTWFYDYAESVKSRININPDTSKSQFSLQLRSVTPEDTAVYYCARDF 

NKGAGYNWFDPWGPGTWTVSSPDPEEPKSCDKTHTCPPCPAPELLGGPSVFLFP 

PKPKDTLmSRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS 

TYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP 

SRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSK 

LTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG 

ml4Fcl Amino Acid Sequence (SEQ ID NO:16) 

ELTQSPGTLSLSPGERATLSCRASHSVSRAYLAWYQQKPGQAPRLLIYGTSSRATG 

IPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGGSPWFGQGTKVELKRGGGGSG 

GGGSGGGGSVQLLESGPGLVKPSQTLSLTCTVSGGSISTGDYYWSWIRQSPGKGL 

EWIGYISSSGNTYYNPSLTSRVVISFDTSMNQFSLKVDSVTAADTAVYYCARERRV 

LLWLGFPRGGLDYWGQGTLVTVSSPDPEEPKSCDKTHTCPPCPAPELLGGPSVFLF 

PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYN 

STYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLP 

PSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS 

KLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG 

ml6Fcl Amino Acid Sequence (SEQ ID NO:17) 

MTQSPSSVSASVGDRVTITCRASQGISSWLAWYQQKPGKAPKLLINAASSLQSGV 

PSRFSGSGSGTDFTLTISSLQPEDFATYYCQQANSFPLTFGGGTKVEIKRGGGGSGG 

GGSGGGGSVQLLESGAEVKRPGSSVRVSCQVSGGSFSNYAVSWVRQTPGHGLEW 

MGGnPMFNAPhTi^AQKFHGRVTFIADESTOTVHMELRSLRSEDTAVYFCATASEA 

TENDYYQSPTHYYAMDVWGQGTAVTVFSSPDPEEPKSCDKTHTCPPCPAPELLG 

GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP 

REEQYNSTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREP 

QVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD 

GSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG 
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mlSFcl Amino Acid Sequence (SEQ ID NO: 18) 

QMTQSPSFLSASVGDRVSITCRASQDIQKFLAWYQLTPGDAPKLLMYSASTLQSG 

VPSRFSGSGSGTEFTLTISGLQPEDFATYYCQHLKRYPYTFGQGTKLEISRGGGGSG 

GGGSGGGGSVQLLESGPGVVKPSETI^LTCTVSGASVNNYYWTWVRQPPGKGLE 

WIGhrvrn)SGDTlSmSIPSI^SRI^LSMDTSKNQFSLRLSSVTAADTATYYCAR^^^ 

FIRGPLSFDYWGRGTLVTVSSPDPEEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKP 

KDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYR 

WSVLTVLHQDWLNGKJEYKCKVSNKALPAPEEKTISKAKGQPREPQVYTLPPSRD 

ELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV 

DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG 

Optional Leader Sequence (SEQ ID NO: 19) 
MPMGSLQPLATLYLLGMLVASVLA 
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Figure 2 




